Table S1: Correlation between TP53 or BRCA mutation in EOC patients and m6A regulatory genes’ alteration. Alteration, amplification or deep deletion.
	 
	 
	 
	With alteration
	Without alteration
	P
	χ2

	TP53
	 
	WT
	14
	25
	0.178
	1.81

	
	n=427
	Mutation
	183
	205
	
	

	BRCA
	 
	WT
	186
	211
	0.281
	1.164

	
	n=427
	Mutation
	11
	19
	
	


Table S2: Multivariable Cox regression analysis against m6A regulator alteration adjusted for prognostic factors in ovarian cancer. Selected prognostic factors are those significantly associated with outcome in univariable analysis.

	Variable
	N
	HR
	95% CI
	P-value

	Age
	(N=366)
	1.67
	(1.26 - 2.2)
	<0.001 ***

	Stage
	(N=366)
	1.59
	(1.22 - 2.1)
	<0.001 ***

	m6A regulator alterationa
	(N=366)
	1.51
	(1.12 - 2.1)
	0.008 **

	BRCA2
	(N=366)
	0.33
	(0.13 - 0.8)
	0.015 *

	debulkingb
	(N=366)
	1.54
	(1.14 - 2.1)
	0.005 **


A: Writer gain+Eraser loss vs. others; b: optimal=0

Table S3: Multivariable Cox regression analysis against m6A regulatory genes’ expression adjusted for prognostic factors in ovarian cancer. Selected prognostic factors are those significantly associated with outcome in univariable analysis.

	Variable
	N
	HR
	95% CI
	P-value

	Age
	(N=357)
	1.69
	(1.27 - 2.24)
	<0.001***

	Stage
	(N=357)
	1.47
	(1.11 -1.94)
	0.007**

	BRCA2
	(N=357)
	0.34
	(0.12 - 0.93)
	0.035*

	KIAA1429a
	(N=357)
	1.3
	(1.13 - 1.51)
	<0.001***

	YTHDC2b
	(N=357)
	1.14
	(0.99 - 1.31)
	0.065

	Debulkingc
	(N=357)
	1.49
	(1.10 - 2.02)
	0.01*


A: No gain vs. gain; b: Delection vs. no delection; c: optimal=0
